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27363474.m  ~~~~~~~~MGRGLLRGLWPLHIVLWTRIASTIPPHV~~~~PKSDVEMEAQKDASIH~~~~~~~~VSCNRTIHPLKHFNSDVMASDNGGAVKLPQLCKFCDVRLSTCDNQKSCMSNCSITAICEKPHEVCVAVWRK~~~~~~~~~~NDKNITLETVCHDPKLTYHGFTLEDAASPKCVMKEKKRAGETFFMCACNMEEC~~ 
27363476.m  ~~~~~~~~MGRGLLRGLWPLHIVLWTRIASTIPPHV~~~~PKS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~VNSDVMASDNGGAVKLPQLCKFCDVRLSTCDNQRSCMSNCSITAICEKPHEVCVAVWRK~~~~~~~~~~NDKNITLETVCHDPKLTYHGFTLEDAASPKCVMKEKKRAGETFFMCACNMEEC~~ 
13592111.m  ~~~~~~~~MGRGLLRGLWPLHIVLWTRIASTIPPHV~~~~PKS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~VNSDLMAGDNSGAVKLPQLCKFCDVTLSTCDNQKSCMSNCSVTSICEKPQEVCVAVWRK~~~~~~~~~~NDKNITLETVCHDPKFTYHGFTLEDATSPTCVMKEKKRAGETFFMCSCNTEEC~~ 
TGFbR2.h    ~~~~~~~~MGRGLLRGLWPLHIVLWTRIASTIPPHV~~~~QKS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~VNNDMIVTDNNGAVKFPQLCKFCDVRFSTCDNQKSCMSNCSITSICEKPQEVCVAVWRK~~~~~~~~~~NDENITLETVCHDPKLPYHDFILEDAASPKCIMKEKKKPGETFFMCSCSSDEC~~ 
33504493.d  ~~~~~~~~MERYQLS~~~~~VLCWWTFLISTVVDWR~~~~GVD~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~GNNPFYR~~~~~PYRIPQLCKFCDVLESNCNGKDTCESNCSITSICESPDEICVAIWRQ~~~~~~~~~~SDDNNTIETLCHNPTVPLYGIMVENNNNTKCEMKKRISNSGPFHICSCNEVEC~~ 
1ias_TGFBR  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~EDPSLDRP~FISEGTTLKDLIYDMTTSGSG~~~~~~~~~~~~~~ 
21362359.m  ~~~~~~~~~~~~~~~~~MLGTLGLWTLLPAAAQVSP~~~~NRR~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TCVFFEAPG~~~~~~~~~~~~VRGSTKTLGEMVDAGPGPPKGIRCLYSHCCFGIWN~~~~~~~~~~~~LTHGRAQVEMQGCR~~DSDEPGCESLHCDPVPRAHPNPSSTLFTCSCGTDFC~~ 
13591890.m  ~~~~~~~~~~~~~~~~~MLGTLGLWTLLPAAAQVSP~~~~NRR~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TCVFFEAPG~~~~~~~~~~~~VRGSTKTLGEVVDAGPGPPKGIRCLYSHCCFGIWN~~~~~~~~~~~~LTHGRAQVEMQGCL~~DSDEPGCESLHCDPVPRAHPSPSSTLFTCSCGTDFC~~ 
MISR2.h     ~~~~~~~~~~~~~~~~~MLGSLGLWALLPTAVEAPP~~~~NRR~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TCVFFEAPG~~~~~~~~~~~~VRGSTKTLGELLDTGTELPRAIRCLYSRCCFGIWN~~~~~~~~~~~~LTQDRAQVEMQGCR~~DSDEPGCESLHCDPSPRAHPSPGSTLFTCSCGTDFC~~ 
31213261.i  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~STVATCSRTAPFCYTLWTF~~~~~~~~~~DIVKNVTRVVVQGCWG~SNDDQES~CSSNECVSTTET~~PTRHFFCCCSGDNC~~ 
24657172.f  ~~~~~~~~~~~~~~MNWAIYLLLALISLGRATPVPN~~~~RQY~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~SCMSYQEDDNSFHDDDGDQDSSGELQEQQVESTPIPSEPHRRTCPDGYTFCFTIWN~~~~~~~~~~~~QTANGARVVKQGCWK~DNTDRTSICSQSECTSSAPTSKTSSLYYCCCSGGVC~~ 
6680804.m   ~~~~~~~~MTSSLHRPFRVPWLLWAVLLVSTTAASQ~~~~NQE~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RLCAFKDPY~~~~~~~~~~~~~~~~QQDLGIGESRISHENGTILCSKGSTCYGLWE~~~~~~~~~~~~KSKGDINLVKQGCWSHIGDPQECHYEECVVTTTPPSIQNGTYRFCCCSTDLC~~ 
34877050.m  ~~~~~~~~MTSSLQRPFRVPWLLWAVLLVSTTAASQ~~~~NQE~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RLCAFKDPY~~~~~~~~~~~~~~~~QQDLGIGESRISHENGTILCSKGSTCY~~~~~~~~~~~~~~~~~~~~~~~~~~~GCWSHIGDPQECHYEECVVTTTPPSIQNGTYRFCCCSTDLC~~ 
BMPR2.h     ~~~~~~~~MTSSLQRPWRVPWLPWTILLVSTAAASQ~~~~NQE~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RLCAFKDPY~~~~~~~~~~~~~~~~QQDLGIGESRISHENGTILCSKGSTCYGLWE~~~~~~~~~~~~KSKGDINLVKQGCWSHIGDPQECHYEECVVTTTPPSIQNGTYRFCCCSTDLC~~ 
31204703.i  TSGTTGGLSSRHQKQNNKMRRLMHFLFYFSLLIV~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~IKGSLSRARLAESSLKCVSYQCKDG~~~~ECKEGIDVCEEAEPDRPVGCFVVWTT~~~~~~~~~~NNVTNEVNVTLKGCFT~~~~~NPTECN~NTECIDTTTYAKKNLNYCCCRGSMC~~ 
24646871.f  ~~~~~~~~~~~~~MSKYDLLYLTAQLTLVCCLIG~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~IHGSILPG~~SHGIIECEHFDEKMCNTTQQCETRIEHCK~MEADKFPSCYVLWSV~~~~~~~~~~NETTGILRIKMKGCFT~~~~~DMHECN~QTECVTSAEPRQGNIHFCCCKGSRC~~ 
27721701.m  ~~~~~~~~~~~~~~~~MTAPWAALALLWGSLC~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~AGSGRGE~~~AETRECIYYNANWE~LERTNQSGLERCE~GEQDKRLHCYASWR~~~~~~~~~~~~NSSGTIELVKKGCWL~~~~~DDFNCYDRQECVATEENPQ~~VYFCCCEGNFC~~ 
6680634.m   ~~~~~~~~~~~~~~~~MTAPWAALALLWGSLC~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~AGSGRGE~~~AETRECIYYNANWE~LERTNQSGLERCE~GEQDKRLHCYASWR~~~~~~~~~~~~NSSGTIELVKKGCWL~~~~~DDFNCYDRQECVATEENPQ~~VYFCCCEGNFC~~ 
27806201.m  ~~~~~~~~~~~~~~~~MTAPWAALALLWGSLC~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~AGSGRGE~~~AETRECIYYNANWE~LERTNQSGLERCE~GERDKRLHCYASWR~~~~~~~~~~~~NSSGTIELVKKGCWL~~~~~DDFNCYDRQECVATEENPQ~~VYFCCCEGNFC~~ 
18858251.d  ~~~~~~~~~~~~~~~~MFASLLTLALLLATFA~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ADPSHGE~~~VETRECLYYNVNWE~VEKTNRSGVERCE~GEKDKRSHCYASWR~~~~~~~~~~~~NNSGSIQLVKKGCWL~~~~~DDFNCYDRQECVATEENPQ~~VFFCCCEGNFC~~ 
31542104.m  ~~~~~~~~~~~MG~~~~AAAKLAFAVFLISCS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~SGAILGR~~~SETQECLFFNANWE~RDRTNQTGVEPCY~GDKDKRRHCFATWK~~~~~~~~~~~~NISGFIEIVKQGCWL~~~~~DDINCYDRTDCIEKKDSPE~~VYFCCCEGNMC~~ 
ACTR2.h     ~~~~~~~~~~~MG~~~~AAAKLAFAVFLISCS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~SGAILGR~~~SETQECLFFNANWE~KDRTNQTGVEPCY~GDKDKRRHCFATWK~~~~~~~~~~~~NISGSIEIVKQGCWL~~~~~DDINCYDRTDCVEKKDSPE~~VYFCCCEGNMC~~ 
27806337.m  ~~~~~~~~~~~MG~~~~AAAKLAFAVFLISCS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~SGAILGR~~~SETQECIFYNANWE~RDRTNRTGVESCY~GDKDKRRHCFATWK~~~~~~~~~~~~NISGSIEIVKQGCWL~~~~~DDINCYDRTDCIEKKDSPE~~VYFCCCEGNMC~~ 
34854270.m  ~~~~~~~MSEDLGGLESSCGYLRVWAIRMACLWYNDLIWE~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MGKEGAILGR~~~SETQECLFFNANWE~RDRTNQTGVEPCY~GDKDKRRHCFATWK~~~~~~~~~~~~NISGSIEIVKQGCWL~~~~~DDINCYDRTDCIEKKDSPE~~VYFCCCEGNMC~~ 
17552830.w  ~~~~~~~MNQKGTVRLKALVLICLPLFLIATPVPVAVTEDDRQDRIESEAAEKEWANTLVSKVAQSNGTGTIKVSAPAKPTLRRMDNEEDEVISIECVYYDEMECEKSGDCEITKKTCYSEAHLKAVGCLAVFGLPTQEINSTEPYLKVDKPQYKSLGCMP~~YQHADSMNCENESSCRQGRSFRGGIGMCCCSTNNCNM 
 
                    210       220       230       240       250       260       270       280       290       300       310       320       330       340       350       360       370       380       390       40                   
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
27363474.m  ~~~~~~~NDYIIFSEEYTTSSPDLLLVIIQVTGVSLLPPLGIAIAVIIIFYCYRVHRQQKLSPSWESSKPRK~~~~~~~LMDFSDNCAIILEDDRSDISSTCANNINHNTELLPIELDTLVGKGRFAEVYKAKLKQNTSEQFETVAVKIFPYEEYSSWKTEKDIFSDINLK~~~HENILQFLTAEERKT~ELGKQYWLIT 
27363476.m  ~~~~~~~NDYIIFSEEYTTSSPDLLLVIIQVTGVSLLPPLGIAIAVIIIFYCYRVHRQQKLSPSWESSKPRK~~~~~~~LMDFSDNCAIILEDDRSDISSTCANNINHNTELLPIELDTLVGKGRFAEVYKAKLKQNTSEQFETVAVKIFPYEEYSSWKTEKDIFSDINLK~~~HENILQFLTAEERKT~ELGKQYWLIT 
13592111.m  ~~~~~~~NDYIIFNEEYTTSSPDLLLVIIQVTGVSLLPPLGIAIAVIAIFYCYRVHRQQKLSPSWESSKPRK~~~~~~~LMDFSDNCAIILEDDRSDISSTCANNINHNTELLPIELDTLVGKGRFAEVYKAKLKQNTSEQFETVAVKIFPYEEYSSWKTEKDIFSDINLK~~~HENILQFLTAEERKT~EMGKQYWLIT 
TGFbR2.h    ~~~~~~~NDNIIFSEEYNTSNPDLLLVIFQVTGISLLPPLGVAISVIIIFYCYRVNRQQKLSSTWETGKTRK~~~~~~~LMEFSEHCAIILEDDRSDISSTCANNINHNTELLPIELDTLVGKGRFAEVYKAKLKQNTSEQFETVAVKIFPYEEYASWKTEKDIFSDINLK~~~HENILQFLTAEERKT~ELGKQYWLIT 
33504493.d  ~~~~~~~NDMLLFKLPTNN~~~QVVLVIL~~~~VSLLPLLVLAVLVIASFYWYRMYRRRKLD~EWETKKPSKHKGP~KGPLDCSDACAIMMDDDRSDSSSTHANNINHNMDPLPIELDLQVGKGRFAEVYKAKLRQSPSEQFETVAVKIFPYEEYASWKNEKDIFQDIDLK~~~HENILHFLTAEERK~~~VEKQYWLIT 
1ias_TGFBR  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~SGLPLL~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~VQRTIAR~~~~~~~~~TIVLQESIGKGRFGEVWRGKWRG~~~~~~EEVAVKIFSSREERSWFREAEIYQTVMLR~~~HENILGFIAADNKDN~GTWTQLWLVS 
21362359.m  ~~~~~~~NANYSHLPP~~~~~~~SGNQGAPGPQEPQATPGGPVWMALLLLGMFLVLLLSS~~IILALLQRKACRV~~~~~~~~~~~~~~QGGSDPEP~~GSGGDCSEELPELAELRFSQVIQEGGHAVVWAGRLQG~~~~~~EMVAIKAFPPRAVAQFRAEGAVYQLLGLQ~~~HDHIVRFITAGQGGPGPLPSGPLLVL 
13591890.m  ~~~~~~~NANYSHLPP~~~~~~~SGNRGAPGPQEPQATPGGPIWMAQLLLGVFLVLLLSI~~IILALLQRKACRV~~~~~~~~~~~~~~QGGSDPEPEPGSGGDCSEELPELAELRFSQVIQEGGHAVVWAGRLQG~~~~~~EMVAIKAFPPRAVAQFRAERAVYQLLGLQ~~~HNHIVRFITAGQGGPGPLPSGPLLVL 
MISR2.h     ~~~~~~~NANYSHLPP~~~~~~~PGSPGTPGSQGPQAAPGESIWMALVLLGLFLLLLLLLGSIILALLQRKNYRV~~~~~~~~~~~~~~RGEPVPEPRPDSGRDWSVELQELPELCFSQVIREGGHAVVWAGQLQG~~~~~~KLVAIKAFPPRSVAQFQAERALYELPGLQ~~~HDHIVRFITASRGGPGRLLSGPLLVL 
31213261.i  ~~~~~~~NGNFSYLPPPTAADGLSMRDENESITPFAPYTSIWSSPTVYICFALVAIMTLGIGGFLSCR~~QLPKK~~~~~~~~~~~~~~GTGELLEHMEPSGPGYSSNLYNVDNLKLVSMIGQGKYGTVWKGIVNE~~~~~~KPVAVKIFSAQHRQYFLNERDIYTVPLME~~~SPSLLAYFGSDERRTLDDRIEYMLVL 
24657172.f  ~~~~~~~NAQYSVVEP~~APLELGSNEGRTSITNRATEKQHQSFLASTMLGLAGGLTALTIGIFLAVQYCRTAKE~~~~~~~~~~~~~~KPEPEESPLAPSGPGYSSNLRNVDNMNLIGMLGSGKYGTVMKGLLHD~~~~~~QEVAVKIYPEEHHQYYVNERNIYALPLME~~~CPALLSYFGYDERCTMDGRMEYQLVL 
6680804.m   ~~~~~~~NVNFTENFP~~~~~~~~~~~~~~PPDTTPLSPPHSFNRDETIIIALASVSVLAVLIVALCFGYRMLTG~~~~~~~~~~~~~~DRKQGLHSMNMMEAAAAEPSLDLDNLKLLELIGRGRYGAVYKGSLDE~~~~~~RPVAVKVFSFANRQNFINEKNIYRVPLME~~~HDNIARFIVGDERLTADGRMEYLLVM 
34877050.m  ~~~~~~~NVNFTENFP~~~~~~~~~~~~~~PPDTTPLSPPHSSNRDETIIIALASVSVLAVLIVALCFGYRMLTG~~~~~~~~~~~~~~DRKQGLHSVSMMEAAAAEPSLDLDNLKLLELIGRGRYGAVYKGSLDE~~~~~~RPVAVKVFSFANRQNFINEKNIYRVPLME~~~HDNIARFIVGDERLTADGRMEYLLVM 
BMPR2.h     ~~~~~~~NVNFTENFP~~~~~~~~~~~~~~PPDTTPLSPPHSFNRDETIIIALASVSVLAVLIVALCFGYRMLTG~~~~~~~~~~~~~~DRKQGLHSMNMMEAAASEPSLDLDNLKLLELIGRGRYGAVYKGSLDE~~~~~~RPVAVKVFSFANRQNFINEKNIYRVPLME~~~HDNIARFIVGDERVTADGRMEYLLVM 
31204703.i  ~~~~~~~NREHKWIPEATKAPEMMHTVDHESSFWLIFIIG~~~VGSSLVAMVAITVVYVTHKKQAMFNEIPTV~~~~~~~~~~~~~~~~~~~~~~~~~~EPDISNSSTNISHRPIDLKDIKARGRFGVVWRAQLGN~~~~~~QEVAVKIFPMQERQSWITEQDIFKLPRMN~~~HPNILEFIGCEKRSD~MASTDFWLIT 
24646871.f  ~~~~~~~NSNQKYIKSTTEATTQVPKEKTQDGSNLIYIYIGTSVFSVLMVIVGMGLLLYRRRKQAHFNEIPTH~~~~~~~~~~~~~~~~~~~~~~~~~~EAEITNSSPLLSNRPIQLLEQKASGRFGDVWQAKLNN~~~~~~QDVAVKIFRMQEKESWTTEHDIYKLPRMR~~~HPNILEFLGVEKH~~~MDKPEYWLIS 
27721701.m  ~~~~~~~NERFTHLPEPGGPEVTYEPPPTAPTLLTVLAYS~LLPIGGLSLIVLLAFWMYRHRKPPYGHVDIHE~~~~~~~~~~~~~~~~~~~~~~~~~~DPGPPPPSPLVGLKPLQLLEIKARGRFGCVWKAQLMN~~~~~~DFVAVKIFPLQDKQSWQSEREIFSTPGMK~~~HENLLQFIAAEKRGS~NLEVELWLIT 
6680634.m   ~~~~~~~NERFTHLPEPGGPEVTYEPPPTAPTLLTVLAYS~LLPIGGLSLIVLLAFWMYRHRKPPYGHVDIHEVRQ~C~QRWAGRRDGCADSFKPLPFQDPGPPPPSPLVGLKPLQLLEIKARGRFGCVWKAQLMN~~~~~~DFVAVKIFPLQDKQSWQSEREIFSTPGMK~~~HENLLQFIAAEKRGS~NLEVELWLIT 
27806201.m  ~~~~~~~NERFTHLPEAGGPEVTYEPPPTAPTLLTVLAYS~LLPVGGLSLIALLAFWMYRHRKPPYGHADIHE~~~~~~~~~~~~~~~~~~~~~~~~~~DPGPPPPSPLVGLKPLQLLEIKARGRFGCVWKAQLMN~~~~~~DFVAVKIFPLQDKQSWQSEREIFSTPGMK~~~HENLLQFIAAEKRGS~SLEAELWLIT 
18858251.d  ~~~~~~~NERFTHLPDISGPVIS~~PPPVSPSLLNVLVYS~LLPLSMLSMAVLLAFWMYRHRKPPYGHVDVNE~~~~~~~~~~~~~~~~~~~~~~~~~~DPGPSPPSPLVGLKPLQLLEVKARGRFGCVWKAQMIN~~~~~~EYVAVKIFPIQDKLSWQNEREMFSTPGMK~~~HDNLLRFIAAEKRGS~NLEMEFWLIT 
31542104.m  ~~~~~~~NEKFSYFPEMEVTQPTSNPVTPKPPYYNILLYS~LVPLMLIAGIVICAFWVYRHHKMAYPPVLVPTQ~~~~~~~~~~~~~~~~~~~~~~~~~DPGPPPPSPLLGLKPLQLLEVKARGRFGCVWKAQLLN~~~~~~EYVAVKIFPIQDKQSWQNEYEVYSLPGMK~~~HENILQFIGAEKRGT~SVDVDLWLIT 
ACTR2.h     ~~~~~~~NEKFSYFPEMEVTQPTSNPVTPKPPYYNILLYS~LVPLMLIAGIVICAFWVYRHHKMAYPPVLVPTQ~~~~~~~~~~~~~~~~~~~~~~~~~DPGPPPPSPLLGLKPLQLLEVKARGRFGCVWKAQLLN~~~~~~EYVAVKIFPIQDKQSWQNEYEVYSLPGMK~~~HENILQFIGAEKRGT~SVDVDLWLIT 
27806337.m  ~~~~~~~NERFSYFPEMEVTQPTSNPVTPKPPYYNILLYS~LVPLMLIAGIVICAFWVYRHHKMAYPPVLVPTQ~~~~~~~~~~~~~~~~~~~~~~~~~DPGPPPPSPLLGLKPLQLLEVKARGRFGCVWKAQLLN~~~~~~EYVAVKIFPIQDKQSWQNEYEVYSLPGMK~~~HENILQFIGAEKRGT~SVDVDLWLIT 
34854270.m  ~~~~~~~NEKFSYFPEMEVTQPTSNPVTPKPPYYNILLYS~LVPLMLIAGIVICAFWVYRHHKMAYPPVLVPTQ~~~~~~~~~~~~~~~~~~~~~~~~~DPGPPPPSPLLGLKPLQLLEVKARGRFGCVWKAQLLN~~~~~~EYVAVKIFPIQDKQSWQNEYEVYSLPGMK~~~HENILQFIGAEKRGT~SVDVDLWLIT 
17552830.w  PDLIEMVNPSLKKDSDNSALLWASTPSNMDLESLDKFPFYWIIIIALSVILCIALLILAYVGWKFQQNKKEEIKKQQKIKFDMEKTDALEAGNVPLVEPEEEMIEMVETPKELPITDFQLISKGRFGKVFKAQYTPDSGEK~RLVAVKKLNEFQKASFLAEKRIFDELNEYPKWYKSIVEFVCAEKIGD~~~~~EYWIVT 
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27363474.m  AFHAKGNLQEYLTRHVISWEDLRKLGSSLARGIAHLHSDH~~TPCGRPKMPIVHRDLKSSNILVKNDLTCCLCDFGLSLRLDP~~~~TLSV~~~~~~~~DDLANSGQVGTARYMAPEVLESRMNLENVES~FKQTDVYSMALVLWEMTSRCNAVG~~~~EVKDYEPPFGSKVREHPCVESMKDSVLRDRGRPEIPSFWLN 
27363476.m  AFHAKGNLQEYLTRHVISWEDLRKLGSSLARGIAHLHSDH~~TPCGRPKMPIVHRDLKSSNILVKNDLTCCLCDFGLSLRLDP~~~~TLSV~~~~~~~~DDLANSGQVGTARYMAPEVLESRMNLENVES~FKQTDVYSMALVLWEMTSRCNAVG~~~~EVKDYEPPFGSKVREHPCVESMKDSVLRDRGRPEIPSFWLN 
13592111.m  AFHAKGNLQEYLTRHVISWEDLRKLGSSLARGIAHLHSDH~~TPCGRPKMPIVHRDLKSSNILVRSDLTCCLCDFGLSLGLSP~~~~TLSV~~~~~~~~DDLANSGQVGTARYMAPEVLESRMNLENMES~FKQTDVYSMALVLWEMTSRCNAVG~~~~EVKDYEPPFGSRVREHPCVESMKDNVLRDRGRPEIPSFWLN 
TGFbR2.h    AFHAKGNLQEYLTRHVISWEDLRKLGSSLARGIAHLHSDH~~TPCGRPKMPIVHRDLNSSNILVKNDLTCCLCDFGLSLRLDP~~~~TLSV~~~~~~~~DDLANSGQVGTARYMAPEVLESRMNLENAES~FKQTDVYSMALVLWEMTSRCNAVG~~~~EVKDYEPPFGSKVREHPCVESMKDNVLRDRGRPEIPSFWLN 
33504493.d  AFHPRGNLQEYLMRHLLSWEDLRLLGSSLASGVAHLHSDH~~TPCGRPKVPIVHRDLKSSNILVKNDLTCCLCDFGLGLRLDD~~~~SLSV~~~~~~~~DELANSGQVGTARYMAPEVLESRINLENIES~FKQTDVYSMALVLWEITSRCNAIG~~~~EVKDYEPPFGSKVREHPCVESMKDNVLRDRGRPEIPSSWMK 
1ias_TGFBR  DYHEHGSLFDYLNRYTVTVEGMIKLALSTASGLAHLHMEI~~VGT~QGKPAIAHRDLKSKNILVKKNGTCCIADLGLAVRHDS~~~~ATDT~~~~~~~~IDIAPNHRVGTKRYMAPEVLDDSINMKHFES~FKRADIYAMGLVFWEIARRCSIGG~~~~IHEDYQLPYYDLVPSDPSVEEMRKVVCEQKLRPNIPNRWQS 
21362359.m  ELYPKGSLCHYLTQYTSDWGSSLRMALSLAEGLAFLHEER~~WQDGQYKPGIAHRDLSSQNVLIREDRSCAIGDLGLALVLPG~~~~LAQPPALAPTQPRGPAAILEAGTQRYMAPELLDKTLDLQDWGTALQRADVYSLALLLWEILSRCSDLRPD~HRPPPFQLAYEAELGSNPSACELWALAVEERKRPNIPSTWSC 
13591890.m  ELYPKGSLCHYLTQYTSDWGSSLRMALSLAEGLAFLHGER~~WQDGQYKPGIAHRDLSSQNVLIREDRSCAIGDLGLALVLPG~~~~LAQPPALAPTQPRGPAAILEAGTQRYMAPELLDKTLDLQDWGTALQRADVYSLALLLWEILSRCSDLRPD~HRPPPFQLAYEAELGSNPSACELWALAVAERKRPNIPSSWSC 
MISR2.h     ELHPKGSLCHYLTQYTSDWGSSLRMALSLAQGLAFLHEER~~WQNGQYKPGIAHRDLSSQNVLIREDGSCAIGDLGLALVLPG~~~~LTQPPAWTPTQPQGPAAIMEAGTQRYMAPELLDKTLDLQDWGMALRRADIYSLALLLWEILSRCPDLRPD~SSPPPFQLAYEAELGNTPTSDELWALAVQERRRPYIPSTWRC 
31213261.i  SLAPLGCLQDWLTDNSVPFSTFCRMGKSIANGLAHLHTEI~~RKGELVKPCICHRDLNSRNILVKSDLSCCIGDLGFALKTFG~~~~ARYEYRGEITLAET~KSINEVGTVRYMAPEVLEGAVNLRDCESALKQIDVYTLALVLWELANRCEDFYPEGTTVPEYRAPYEEYVGSNPNFEQMQVLVSRNKARPTFPAHFGT 
24657172.f  SLAPLGCLQDWLIANTLTFSECCGMLRSITRGISHLHTEL~~RLGDQHKPCVAHRDINTRNVLVQADLSCCIADFGFALKVFG~~~~SKYEYKGEVAMAET~KSINEVGTLRYMAPELLEGAVNLRDCETSLKQMDVYALGLVLWEVATRCSDFYAPGQATPPYKAPYEQEVGSHPSFDQMQALVVRHKARPLFPTGWGG 
6680804.m   EYYPNGSLCKYLSLHTSDWVSSCRLAHSVTRGLAYLHTEL~~PRGDHYKPAISHRDLNSRNVLVKNDGACVISDFGLSMRLTG~~~~NRLVRPGE~~~~EDNAAISEVGTIRYMAPEVLEGAVNLRDCESALKQVDMYALGLIYWEVFMRCTDLFPG~ESVPDYQMAFQTEVGNHPTFEDMQVLVSREKQRPKFPEAWKE 
34877050.m  EYYPNGSLCKYLSLHTSDWVSSCRLAHSVTRGLAYLHTEL~~PRGDHYKPAISHRDLNSRNVLVKNGGTCVISDFGLSMRLTG~~~~NRLVRPGE~~~~EDNAAISEA~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
BMPR2.h     EYYPNGSLCKYLSLHTSDWVSSCRLAHSVTRGLAYLHTEL~~PRGDHYKPAISHRDLNSRNVLVKNDGTCVISDFGLSMRLTG~~~~NRLVRPGE~~~~EDNAAISEVGTIRYMAPEVLEGAVNLRDCESALKQVDMYALGLIYWEIFMRCTDLFPG~ESVPEYQMAFQTEVGNHPTFEDMQVLVSREKQRPKFPEAWKE 
31204703.i  AYCENGSLCDFLKAHTVSWTELCKIATTMARGLTHLHEEIQSSRTDGLKPSIAHRDFKSKNVLLKADLTACIADFGLALVFTPGKSC~~~~~~~~~~~~~~GDTHGQVGTRRYMAPEVLEGAINFT~~RDAFLRIDVYACGLVLWELVSRCTVHGG~~~PVDEYRLPFEAELGPHPTLEEMQDNVVTKKLRPRIFDPWRH 
24646871.f  TYQHNGSLCDYLKSHTISWPELCRIAESMANGLAHLHEEIPASKTDGLKPSIAHRDFKSKNVLLKSDLTACIADFGLAMIFQPGKPC~~~~~~~~~~~~~~GDTHGQVGTRRYMAPEVLEGAINFN~~RDAFLRIDVYACGLVLWEMVSRCDFAG~~~~PVGEFQLPFEAELGLRPSLDEVQESVVMKKLRPRLLNSWRA 
27721701.m  AFHDKGSLTDYLKGNIITWNELCHVAETMSRGLSYLHEDVPWCRGEGHKPSIAHRDFKSKNVLLKSDLTAVLADFGLAVRFEPGKPP~~~~~~~~~~~~~~GDTHGQVGTRRYMAPEVLEGAINFQ~~RDAFLRIDMYAMGLVLWELVSRCKAADG~~~PVDEYMLPFEEEIGQHPSLEELQEVVVHKKMRPTIKDHWLK 
6680634.m   AFHDKGSLTDYLKGNIITWNELCHVAETMSRGLSYLHEDVPWCRGEGHKPSIAHRDFKSKNVLLKSDLTAVLADFGLAVRFEPGKPP~~~~~~~~~~~~~~GDTHGQVGTRRYMAPEVLEGAINFQ~~RDAFLRIDMYAMGLVLWELVSRCKAADG~~~PVDEYMLPFEEEIGQHPSLEELQEVVVHKKMRPTIKDHWLK 
27806201.m  AFHDKGSLTDYLKGNIITWNELCHVAETMSRGLSYLHEDVPWCRGEGHKPSIAHRDFKSKNVLLKSDLTAVLADFGLAVRFEPGKPP~~~~~~~~~~~~~~GDTHGQVGTRRYMAPEVLEGAINFQ~~RDAFLRIDMYAMGLVLWELVSRCKAADG~~~PVDEYMLPFEEEIGQHPSLEELQEVVVHKKMRPAIKDHWLK 
18858251.d  EFHERGSLTDYLKGNAVSWADLCVIAESMACGLAYLHEDVPRSKGEGPKPAIAHRDFKSKNVMLKMDLTAVIGDFGLAVRFEPGKPP~~~~~~~~~~~~~~GDTHGQVGTRRYMAPEVLEGAINFQ~~RDSFLRIDMYAMGLVLWELVSRCKAADG~~~PVDEYMLPFEEEIGQHPSLEDLQDAVVHKKLRPAFKDCWLK 
31542104.m  AFHEKGSLSDFLKANVVSWNELCHIAETMARGLAYLHEDIPGLK~DGHKPAISHRDIKSKNVLLKNNLTACIADFGLALKFEAGKSA~~~~~~~~~~~~~~GDTHGQVGTRRYMAPEVLEGAINLQ~~RDAFLRIDMYAMGLVLWELASRCTAADG~~~PVDEYMLPFEEEIGQHPSLEDMQEVVVHKKKRPVLRDYWQK 
ACTR2.h     AFHEKGSLSDFLKANVVSWNELCHIAETMARGLAYLHEDIPGLK~DGHKPAISHRDIKSKNVLLKNNLTACIADFGLALKFEAGKSA~~~~~~~~~~~~~~GDTHGQVGTRRYMAPEVLEGAINFQ~~RDAFLRIDMYAMGLVLWELASRCTAADG~~~PVDEYMLPFEEEIGQHPSLEDMQEVVVHKKKRPVLRDYWQK 
27806337.m  AFHEKGSLSDFLKANVVSWNELCHIAETMARGLAYLHEDIPGLK~DGHKPAISHRDIKSKNVLLKNNLTACIADFGLALKFEAGKSA~~~~~~~~~~~~~~GDTHGQVGTRRYMAPEVLEGAINFQ~~RDAFLRIDMYAMGLVLWELASRCTAADG~~~PVDEYMLPFEEEIGQHPSLEDMQEVVVHKKKRPVLRDYWQK 
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